Figure and
. Optimal primers information and qPCR conditions for this study. Table S2 . Relative distribution (%) of indicated clade of Accumulibacter in the bacterial communities according to the qPCR analysis using ppk1 gene as biomarker. Table S3 . Relative distribution (%) of indicated clade within the Accumulibacter lineage by estimating the total abundance of the Accumulibacter lineage based on the qPCR assays targeting the 16S rRNA genes. Table S4 . Summary statistics for redundancy analysis based on the relative abundances of different Accumulibacter clades in the bacterial communities. genes were used for drawing the standard curves. Some ppk1 genes amplified from the activated sludge samples by using the ppk1 gene primer sets were visualized.
Sterile water was used for the negative control. Figure S4 . Agarose gel electrophoresis images of the qPCR products targeting the ppk1 genes in clades IIB and IIC respectively. Plasmids containing specific copy numbers of ppk1 genes were used for drawing the standard curves. Some ppk1 genes amplified from the activated sludge samples by using the ppk1 gene primer sets were visualized. Sterile water was used for the negative control. 
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